Table S6. Candidate lignase, detoxification and antioxidant genes, gut (host) library.
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SPECIES

GENOMES

 PEPTIDES

Laccase

TG-Contig 659

1214

6

ENSANGP00000017050 (laccase-2)

Anopheles

Y

Y

Catalase

TG-Contig 230

1831

8

catalase

Aedes

Y

Y

Epoxide Hydrolase

TG-Contig 840

899

4

epoxide hydrolase 

Aedes

Y

Y

TG_15_A8

879

1

epoxide hydrolase 

Aedes

Y

Y

Superoxide Disumtase

TG-Contig 272

876

3

extracellular Cu/Zn superoxide dismutase 

Lasius

Y

N

TG-Contig 463

839

4

extracellular superoxide dismutase precursor 

Pacifastacus

Y

Y

TG-Contig 640

797

2

superoxide dismutase 

Triatoma

Y

N

Glutathione Peroxidase

TG-Contig 57

1135

7

PREDICTED: similar to Phospholipid hydroperoxide glutathione peroxidase

Tribolium

Y

N

TG-Contig 209

878

4

selenium dependent salivary glutathione  peroxidase 

Ixodes

Y

N

TG-Contig 413

1060

4

glutathione peroxidase 

Suberites

Y

N

TG-Contig 811

943

8

2-Cys thioredoxin peroxidase 

Aedes

Y

N

TG_14_D2

741

1

PREDICTED: similar to Phospholipid hydroperoxide glutathione peroxidase

Tribolium

Y

Y

TG_310_O15

643

1

PREDICTED: similar to Phospholipid hydroperoxide glutathione peroxidase

Tribolium

Y

Y

Glutathione-S-transferase

TG-Contig 3

919

10

Microsomal glutathione S-transferase-like CG1742-PA

Droso

Y

N

TG-Contig 116

1256

6

glutathione S-transferase 

Blattella

Y

N

TG-Contig 215

1133

6

PREDICTED: similar to CG6781-PA (glutathione S-transferase)

Apis

Y

N

TG-Contig 318

962

10

glutathione S-transferase 

Blattella

Y

N

TG-Contig 812

1026

12

glutathione S-transferase 

Blattella

Y

N

TG_301_E17

684

1

Glutathione S-transferase (GST class-sigma) 

Blattella

Y

N

Alcohol Dehydrogenase

TG-Contig 16

1176

4

PREDICTED: similar to alcohol dehydrogenase 5

Apis

Y

N

TG-Contig 199

1126

6

putative alcohol dehydrogenase 

Gryllotalpa

Y

N

TG-Contig 331

1121

2

alcohol dehydrogenase 

Aedes

Y

N

TG-Contig 397

865

7

alcohol dehydrogenase 

Aedes

Y

N

TG-Contig 506

987

2

PREDICTED: similar to CG3425-PA (Fe-containing alcohol dehydrogenase 1)

Tribolium

Y

Y

TG-Contig 839

954

5

putative alcohol dehydrogenase 

Gryllotalpa

Y

N

TG_25_H12

721

1

Bdh2 (Iron-containing alcohol dehydrogenase)

Bacteria

N

Carboxylesterase

TG-Contig 275

1312

3

juvenile hormone esterase 

Psacothea

Y

N

TG-Contig 493

1579

4

PREDICTED: similar to CG6414-PA (esterase)

Tribolium

Y

N

TG-Contig 515

1896

4

carboxylesterase

Athalia

Y

Y

TG_11_C1

315

1

PREDICTED: similar to CG10175-PC (carboxylesterase)

Tribolium

N

N

TG_15_C3

953

1

juvenile hormone esterase 

Athalia

Y

N

TG_17_B6

1017

1

AGAP002391-PA  (alpha-esterase)

Anopheles

Y

N

TG_26_A12

787

1

carboxylesterase

Athalia

Y

N
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579

1

PREDICTED: similar to CG4851-PA (palmitoyl-protein thioesterase)

Apis

Y

N

TG_34_D6

882

1

unnamed protein product (esterase D/formylglutathione hydrolase)

Mus

Y

N

TG_36_A5

966

1

AGAP002391-PA (alpha-esterase)

Anopheles

Y

N

TG_306_K13

485

1

PREDICTED: similar to juvenile hormone esterase 

Nasonia

Y

N

TG_31_H10

715

1

putative esterase 

Tribolium

Y

N

TG_310_H12

626

1

LOC100036952 protein (palmitoyl-protein thioesterase)

Xenopus

Y

Y

Cytochrome P450

TG-Contig 357

1275

3

Cytochrome P450 9e2 

Blattella

N

N

TG-Contig 543

1574

7

cytochrome P450 CYP15A1 

Diploptera

Y

Y

TG-Contig 560

911

3

Cytochrome P450 4C1 (CYP4C1)

Blaberus

Y

Y

TG-Contig 850

1777

3

family 4 cytochrome P450 (CYP4U)

Coptotermes

Y

Y

TG_02_H8

785

1

cytochrome P450 CYP15A1 

Diploptera

Y

N

TG_07_B9

855

1

PREDICTED: similar to Probable cytochrome P450 6a13

Tribolium

Y

N

TG_14_C1

370

1

PREDICTED: similar to Probable cytochrome P450 49a1 

Tribolium

Y

N

TG_14_C6

757

1

Cytochrome P450 6j1 

Blattella

Y

N

TG_16_H8

924

1

PREDICTED: similar to Probable cytochrome P450 304a1 (CYPCCCIVA1)

Tribolium

Y

N

TG_20_B8

853

1

Cytochrome P450-4c3  

Droso

Y

N

TG_23_B10

886

1

Cytochrome P450 4C1 (CYPIVC1)

Blaberus

Y

N

TG_29_F10

827

1

Cytochrome P450 9e2 (CYPIXE2)

Blattella

Y

N

TG_306_M3

624

1

cytochrome P450 

Hodotermopsis

Y

N

TG_310_F21

718

1

ENSANGP00000021816 (family 4 cytochrome P450)

Anopheles

Y

N

TG_310_P20

356

1

Cytochrome P450 6j1 (CYPVIJ1)

Blattella

Y

N

TG_37_B8

859

1

cytochrome P450 

Hodotermopsis

Y

Y

P450 cofactor (putative)

TG-Contig 386

1235

3

Rieske iron-sulfur protein 1 (ubiquinol-cytochrome c reductase)

Graphocephala

Y

N

TG-Contig 624

1028

7

PREDICTED: similar to CG1319-PA (adrenodoxin)

Apis

Y

N

TG-Contig 789

1432

14

cytochrome b

Reticulitermes

Y

N


