Table S1. Carbohydrate active genes, gut (host) library. 
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PFAM

EST ID

LENGTH

# ESTs

PREDICTED CARBOHYDRATE ACTIVITIES

SIGNAL PEPTIDES

GH1

PF00232

TG_309_K21

618

1

Beta-glucosidase, beta-galactosidase, others

NA

GH1 (+GH5)

PF00232, PF00150

TG_Contig 771

2046

8

Beta-glucosidase, beta-galactosidase, others + Cellulase, Endo-1,4-beta-xylanase, others

Y

GH2

PF02837

TG_303_L4

674

1

Beta-galactosidase, beta-mannosidase, beta-glucuronidase, others

Y

GH3

PF01915

TG_08_C12

790

1

Beta-glucosidase, xylan 1,4-beta-xylosidase, Glucan 1,3-beta-glucosidase, others

NA

GH3

PF00933

TG_15_A4

846

1

Beta-glucosidase, xylan 1,4-beta-xylosidase, Glucan 1,3-beta-glucosidase, others

Y

GH5 (+GH1)

PF00232, PF00150

TG_Contig 771

2046

8

Beta-glucosidase, beta-galactosidase, others + Cellulase, Endo-1,4-beta-xylanase, others

Y

GH5

PF00150

TG_28_G2

796

1

Cellulase, Endo-1,4-beta-xylanase, others

GH5

PF00150

TG_31_B8

839

1

Cellulase, Endo-1,4-beta-xylanase, others

GH7

PF00840

TG_Contig 113

1058

2

endoglucanase, reducing end-acting cellobiohydrolase 

GH7

PF00840

TG_Contig 167

1085

2

endoglucanase, reducing end-acting cellobiohydrolase 

GH7

PF00840

TG_09_D5

751

1

endoglucanase, reducing end-acting cellobiohydrolase 

GH7

PF00840

TG_10_D12

668

1

endoglucanase, reducing end-acting cellobiohydrolase 

GH7

PF00840

TG_22_C8

701

1

endoglucanase, reducing end-acting cellobiohydrolase 

GH7

PF00840

TG_23_H10

857

1

endoglucanase, reducing end-acting cellobiohydrolase 

GH7

PF00840

TG_30_E7

717

1

endoglucanase, reducing end-acting cellobiohydrolase 

GH7

PF00840

TG_306_M10

275

1

endoglucanase, reducing end-acting cellobiohydrolase 

GH7

PF00840

TG_310_E8

745

1

endoglucanase, reducing end-acting cellobiohydrolase 

GH7

PF00840

TG_37_A6

865

1

endoglucanase, reducing end-acting cellobiohydrolase 

GH8

PF01270

TG_11_A4

695

1

Chitosanase, Cellulase, Endo-1,4-beta-xylanase, others

NA

GH9 (

Cell-1

)

PF00759

TG_Contig 630

1591

9

endoglucanase, cellobiohydrolase, beta-glucosidase 

Y

GH9

PF00759

TG_14_B9

754

1

endoglucanase, cellobiohydrolase, beta-glucosidase 

NA

GH10 (+GH53)

PF07745, PF00331

TG_Contig 141

858

3

endo-1,4-beta-galactanase + xylanase, endo-1,3-beta-xylanase 

GH11

PF00457

TG_Contig 184

971

10

xylanase

GH11

PF00457

TG_Contig 613

978

4

xylanase

GH11

PF00457

TG_21_D5

896

1

xylanase

GH11

PF00457

TG_23_E2

779

1

xylanase

GH11

PF00457

TG_309_J21

370

1

xylanase

GH13

PF00128

TG_Contig 244

1000

3

alpha-amylase, others

GH13

PF00128

TG_Contig 660

853

4

alpha-amylase, others

GH13

PF00128

TG_02_C3

723

1

alpha-amylase, others

GH13

PF00128

TG_04_D4

732

1

alpha-amylase, others


Table S1. Continued. 
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PF00128

TG_11_F12

799

1

alpha-amylase, others

GH13

PF00128

TG_14_E2

805

1

alpha-amylase, others

GH13

PF00128

TG_15_G5

948

1

alpha-amylase, others

GH13

PF00128

TG_23_E6

716

1

alpha-amylase, others

GH13

PF00128

TG_Contig 650

1005

3

alpha-amylase, others

GH13 (+GH70)

PF00128, PF02324

TG_Contig 541

967

2

alpha-amylase, others + Dextransucrase

GH16

PF00722

TG_Contig 702

1240

10

Xyloglucan:xyloglucosyl transferase, Endo-1,3(4)-beta-glucanase, xyloglucanase, others

Y

GH16

PF00722

TG_Contig 610

900

3

Xyloglucan:xyloglucosyl transferase, Endo-1,3(4)-beta-glucanase, xyloglucanase, others

Y

GH16

PF00722

TG_302_K4

233

1

Xyloglucan:xyloglucosyl transferase, Endo-1,3(4)-beta-glucanase, xyloglucanase, others

NA

GH18

PF00704

TG_Contig 339

1075

5

chitinase, others

GH18

PF00704

TG_Contig 532

1149

2

chitinase, others

GH18

PF00704

TG_Contig 726

2323

13

chitinase, others

GH18

PF00704

TG_01_D11

931

1

chitinase, others

GH18

PF00704

TG_14_B7

893

1

chitinase, others

GH18

PF00704

TG_29_C1

369

1

chitinase, others

GH18

PF00704

TG_302_O13

296

1

chitinase, others

GH18 (+CBM14)

PF00704, PF01607

TG_Contig 322

1165

4

chitinase, others + chitin-binding function

GH20

PF00728, PF02838

TG_Contig 332

2148

8

Beta-hexosaminidase, lacto-N-biosidase 

NA

GH20

PF00728

TG_Contig 670

1141

3

Beta-hexosaminidase, lacto-N-biosidase 

NA

GH20

PF00728

TG_303_E21

740

1

Beta-hexosaminidase, lacto-N-biosidase 

NA

GH20

PF00728

TG_309_M8

385

1

Beta-hexosaminidase, lacto-N-biosidase 

N

GH26

PF02156

TG_305_A12

703

1

mannanase, beta-1,3-xylanase 

GH27

PF02065

TG_Contig 559

1193

2

alpha-galactosidase, alpha-N-acetylgalactosaminidase 

GH30

PF02055

TG_Contig 643

838

2

glucosylceramidase, beta-1,6-glucanase, beta-xylosidase 

?

GH30

PF02055

TG_25_B12

745

1

glucosylceramidase, beta-1,6-glucanase, beta-xylosidase 

NA

GH30

PF02055

TG_301_E21

524

1

glucosylceramidase, beta-1,6-glucanase, beta-xylosidase 

Y

GH37

PF01204

TG_29_F7

806

1

trehalase

NA

GH38

PF07748

TG_18_E6

839

1

alpha-mannosidase

GH38

PF07748

TG_301_O23

503

1

alpha-mannosidase

GH43

PF04616

TG_304_K16

510

1

Beta-xylosidase, beta-1,3-xylosidase, arabinanase, xylanase, other

GH45

PF02015

TG_Contig 118

851

6

endoglucanase
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PF07745, PF00331

TG_Contig 141

858

3

endo-1,4-beta-galactanase + xylanase, endo-1,3-beta-xylanase 

GH76

PF03663

TG_18_H5

830

1

alpha-1,6-mannanase

GH85

PF03644

TG_34_C9

876

1

endo-beta-N-acetylglucosaminidase

GT1

PF00201

TG_Contig 646

1250

3

UDP-glucuronosyltransferase, others

NA

GT1

PF00201

TG_Contig 705

839

2

UDP-glucuronosyltransferase, others

NA

GT1

PF00201

TG_Contig 807

1378

5

UDP-glucuronosyltransferase, others

Y

GT1

PF00201

TG_11_A7

796

1

UDP-glucuronosyltransferase, others

NA

GT1 (*)

PF00534

TG_304_F6

490

1

UDP-glucuronosyltransferase, others

N

GT1 (+GT28)

PF00201+PF04101

TG_Contig 194

729

2

UDP-glucuronosyltransferase, others + 1,2-diacylglycerol 3-beta-galactosyltransferase, others

Y

GT1 (+GT28)

PF00201+PF04101

TG_305_L9

498

1

UDP-glucuronosyltransferase, others + 1,2-diacylglycerol 3-beta-galactosyltransferase, others

Y

GT2

PF00535

TG_Contig 214

829

2

cellulose synthase, chitin synthase, others 

GT3

PF00591

TG_Contig 835

1082

2

glycogen synthase 

GT4

PF00953

TG_03_H1

846

1

alpha-glucosyltransferase, GDP-mannose alpha-mannosyltransferase, others

GT4

PF00953

TG_309_M23

375

1

alpha-glucosyltransferase, GDP-mannose alpha-mannosyltransferase, others

GT10

PF00852

TG_Contig 665

1804

7

galactoside alpha-1,3/1,4-L-fucosyltransferase, others 

N

GT10

PF00852

TG_25_C8

876

1

galactoside alpha-1,3/1,4-L-fucosyltransferase, others 

NA

GT10

PF00852

TG_302_B19

856

1

galactoside alpha-1,3/1,4-L-fucosyltransferase, others 

NA

GT10

PF00852

TG_304_D23

604

1

galactoside alpha-1,3/1,4-L-fucosyltransferase, others 

NA

GT13

PF03071

TG_305_L3

669

1

alpha-1,3-mannosyl-glycoprotein beta-1,2-N-acetylglucosaminyltransferase

GT22

PF03901

TG_30_G12

800

1

dolichyl-phosphate-mannose alpha-mannosyltransferase

GT28

PF04101

TG_Contig 439

826

7

1,2-diacylglycerol 3-beta-galactosyltransferase, others

N

GT28 (+GT1)

PF00201+PF04101

TG_Contig 194

729

2

UDP-glucuronosyltransferase, others + 1,2-diacylglycerol 3-beta-galactosyltransferase, others

Y

GT28 (+GT1)

PF00201+PF04101

TG_305_L9

498

1

UDP-glucuronosyltransferase, others + 1,2-diacylglycerol 3-beta-galactosyltransferase, others

Y

GT66

PF02516

TG_Contig 527

1546

8

oligosaccharyltransferase

NA

GT66

PF02516

TG_302_B11

554

1

oligosaccharyltransferase

NA

GT66

PF02516

TG_33_H8

878

1

oligosaccharyltransferase

NA

N/A

PF04488

TG_23_F5

818

1

Glycosyltransferase sugar-binding region

NA


Table S1. Continued. [image: image4.wmf]CE4

PF01522

TG_Contig 313

877

3

acetyl xylan esterase, chitin deacetylase, others

Y

CE4

PF01522

TG_Contig 612

1460

3

acetyl xylan esterase, chitin deacetylase, others

N

CE4

PF01522

TG_309_G23

635

1

acetyl xylan esterase, chitin deacetylase, others

Y

N/A

PF05448

TG_Contig 282

768

8

Acetyl xylan esterase (AXE1)

Y

N/A

PF05448

TG_Contig 425

904

7

Acetyl xylan esterase (AXE1)

Y

N/A

PF05448

TG_305_A1

557

1

Acetyl xylan esterase (AXE1)

NA

CBM13

PF00652

TG_Contig 349

937

10

Previously known as cellulose-binding domain family XIII

N

CBM13

PF00652

TG_Contig 553

882

12

Previously known as cellulose-binding domain family XIII

N

CBM13

PF00652

TG_304_A17

532

1

Previously known as cellulose-binding domain family XIII

N

CBM14

PF01607

TG_Contig 166

1159

8

chitin-binding function 

CBM14

PF01607

TG_Contig 190

1231

3

chitin-binding function 

CBM14

PF01607

TG_Contig 473

918

7

chitin-binding function 

CBM14

PF01607

TG_Contig 519

1684

11

chitin-binding function 

CBM14

PF01607

TG_Contig 557

1509

11

chitin-binding function 

CBM14

PF01607

TG_Contig 718

946

2

chitin-binding function 

CBM14

PF01607

TG_23_D10

834

1

chitin-binding function 

CBM14

PF01607

TG_29_G4

924

1

chitin-binding function 

CBM14

PF01607

TG_305_G6

708

1

chitin-binding function 

CBM14

PF01607

TG_309_E23

683

1

chitin-binding function

CBM14

PF01607

TG_32_B12

974

1

chitin-binding function 

CBM14  (+GH18)

PF00704, PF01607

TG_Contig 322

1165

4

chitinase, others + chitin-binding function

CBM33

PF03067

TG_Contig 314

560

2

Binding to chitin 

CBM33

PF03067

TG_20_F8

864

1

Binding to chitin 

N/A

PF00059

TG_Contig 427

985

5

Lectin - carbohydrate-recognition domain (CRD) C-type

Y

N/A

PF00059

TG_Contig 649

826

2

Lectin - carbohydrate-recognition domain (CRD) C-type

Y

Misc.

PF08449

TG_00_D3

854

1

transporters with a specificity for UDP-N-acetylglucosamine

Misc.

PF00083

TG_Contig 153

963

7

Sugar (and other) transporter - lectin like

Misc.

PF00083

TG_Contig 228

794

2

Sugar (and other) transporter - lectin like

Misc.

PF00083

TG_Contig 256

736

2

Sugar (and other) transporter - lectin like

Misc.

PF00083

TG_Contig 388

1295

5

Sugar (and other) transporter - lectin like

Misc.

PF00083

TG_Contig 501

1254

3

Sugar (and other) transporter - lectin like

Misc.

PF00083

TG_Contig 579

911

2

Sugar (and other) transporter - lectin like

Misc.

PF00083

TG_Contig 787

1345

2

Sugar (and other) transporter - lectin like

Misc.

PF00083

TG_07_C5

831

1

Sugar (and other) transporter - lectin like
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PF00083

TG_12_G12

847

1

Sugar (and other) transporter - lectin like

Misc.

PF00083

TG_23_G4

815

1

Sugar (and other) transporter - lectin like

Misc.

PF00083

TG_26_B11

821

1

Sugar (and other) transporter - lectin like

Misc.

PF00083

TG_304_N4

465

1

Sugar (and other) transporter - lectin like

Misc.

PF00083

TG_305_C15

697

1

Sugar (and other) transporter - lectin like

Misc.

PF00083

TG_309_C17

573

1

Sugar (and other) transporter - lectin like

Misc.

PF00083

TG_31_C1

361

1

Sugar (and other) transporter - lectin like

Misc.

PF00083

TG_310_B21

640

1

Sugar (and other) transporter - lectin like

Misc.

PF00084

TG_23_H3

686

1

Sugar (and other) transporter - lectin like


